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EZSC002A A4—2—-PCRZAOYE Salmonella spp. InvA

EZSC002B A4—2—-PCRZAYL Salmonella spp. Zras

EZSCO003A A4—2—-PCRZAYK Mycoplasma pneumoniae DnaJ

EZSC004A A4—2—-PCRZAYhK Legionella pneumophila DnaJ

EZSCO005A A4—2—-PCRZAYk Escherichia coli Shiga2

EZSCO006A 44— —-PCRZAYI Mycobacterium tuberculosis DnaJ

EZSCO07A A—L—+-PCRYAY Escherichia coli DnaJ

EZSC008B A4—2—-PCRZAYk Escherichia coli Shigal

EZSCO009A A4—2—-PCRZAYL Shigella-Invasive E. coli InvA

EZSCO11A A4—2—-PCRZAYL Campylobacter jejuni DnaJ

EZSC025B A4—2—-PCRZAYL Brucella melitensis group DnaJ

EZSC244A A4—2—-PCRZAOYk Campylobacter coli Cdt

EZSC273A A4—2—-PCRZAYk Campylobacter fetus DnaJ

EZSCO012A A4—L—-PCRYOYk Listeria monocytogenes DnaJ

EZSC160A A4—2—-PCRYOYh Listeria spp. 16SrRNA

EZSCO13A A4—2—+-PCRYOYhk Chlamydia trachomatis DnaJ

EZSCO014A A4—2—+-PCRZO<k Chlamydophila pneumoniae DnaJ

EZSCO015A A4—2—+-PCRYO<hk Neisseria gonorrohoeae DnaJ

EZSCO16A A4—2—-PCRZOYE Mycoplasma pneumoniae DnaJ

EZSCO068A A—Y—+-PCRYOYt Rickettsia spp. DnaJ

EZSC041B A—Y—+-PCRYOY Coxiella burnetii DnaJ

EZSCO094A A—Y—+-PCRYAYE Yersinia enteritidis DnaJ

EZSCO096A A4——+-PCRZAYE Yersinia pseudotuberculosis/pestis DnaJ
EZSC110B A4—2—-PCRYOYhk Yersinia pestis Pla

EZSCO067A A4—L—+-PCRYOYk Orientsia tsutsugamushi DnaJ

EZSC021B A—Y—+PCRYOYt Bacillus anthracis Edema Factor

EZSC024A A4—2—-PCRYOYhk Bacillus anthracis Protective antigen

EZSC023B A—Y—+PCRYO~} Bacillus anthracis lethal factor

EZSC062A A4—2—-PCRYOYE Mycoplasma genitarium Dnaj

EZSCO085A A4—2—-PCRYOYE Ureaplasma ureolyticum

EZSCO17A A4—2—+-PCRYOYhk Porphyromonas gingivalis

EZSC082A A—Y—+-PCRYOYtL Treponema denticola

EZSCO081A A4—2—+-PCRYOYhk Tannerella forsythia

EZSC029A A4—2—+-PCRYOYhk Staphylococcus aureus MRSA

EZSC159A 4—2—+-PCRYOYhk Staphylococcus aureus BlaZ

EZSC242A A4——-PCRYAYhk Bacillus_cereus Cereulid

EZSC086B A—L—+-PCRYOYk Vibrio cholerae CTXA

EZSC087B A4—L—-PCRZO7Yh Vibrio cholerae DnaJ

EZSC091D A—2—-PCRZHEYhk Vibrio parahaemolyticus DnaJ

EZSC090B A4——-PCRZAYhk Vibrio parahaemolyticus TDH

EZSC091B A—2—-PCRZHBYhk Vibrio parahaemolyticus TRH
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EZCC070B A4——-PCRZAYE, TB-MAC(M.tuberculosis complex/M.avium Complex,MAC)
EZCCO01A A4——-PCRYAYhk Fresh Meat (Salmonella/Shigella/E.coli Shigal1&2)
EZCC022B A4——-PCRZOYhk Gingivitis (Porphylomonas/Tannerella/ Treponema)
EZCCO012A A——-PCRZAYE Campylobacter(C jejuni/C.coli/C.fetus)
EZCCO080A A——-PCRZAYhk Staphylococcus aureus (MecA/BlaZ/FtsY)
EZCC022A A4——-PCRZAYE STD(Neisseria/Chamydia/Mycoplasma/Ureaplasma)
A—2—NITIWVEREN) =X (HAITINTZ4<T—tUh) (50T RF)

76823 A—S—-H9TFIL 3EAt Yk (Escherichia coli, Salmonella enterica. Vibrio parahaemolyticus)
76824 A—2—-h9T)I)L 2EAE Yk (Campylobacter coli, Campylobacter jejuni)
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S-Q101 A—2—-TF54<— InvE :&{EF (Enteroinvasive E. coli/Shigella flexineri)
S-Q102 A—2—TS54<— IpaB i&E{EF (Enteroinvasive E. coli/Shigella flexineri)
S-Q103 A—2—TS54<— IpaH i&E{EF (Enteroinvasive E. coli/Shigella flexineri)
S-Q104 A—2—+TF54<— Shiga | IE{EF (Enterohemorrhagic E. coli/Shigella dysenteriae)
S-Q105 A—2—-TF54<— Shiga Il ;&{EF (Enterohemorrhagic E. coli/Shigella dysenteriae)
S-Q106 A—P—TS54<— LT iBIEF (Enterotoxigenic E. coli )

S-Q107 A—P—TFS54<— STIE{EF (Enterotoxigenic E. coli )

S-Q109 A——TS54<— Tdh B{EF (Vibrio parahaemolyticus)

S-Q110 A—Y—-T54<— CdtA j&EIEF (Campylobacter jejuni)

S-Q111 A—I—-TFF54<— InvA IEIEF (Salmonella spp.)

S-Q112 A—2—+TFS5A<— Enterotoxin j&{%F (Clostridium perfringens)
S-Q113 A——TFS54<T— Nhe :&IEF (Bacillus cereus)

S-Q201 A—2—+TFS5 A< — Escherichia/Shigella group (16S rDNA)

S-Q202 A—2—+-TFS5A<— Staphylococcus spp. (16S rDNA)

S-Q203 A—2—+TFS5A4<— Clostridium perfringens (16S rDNA)

S-Q204 A—2—TFS54<— Yersinia spp. (16S rDNA)

S-Q205 A—2—-TFS54<— Campylobacter jejuni (16S rDNA)

S-Q207 A—2—-TFS5A<— Listeria spp.(16S rRNA)

S-Q208 A—2—+TF54<— Bacillus cereus group (16S rDNA)

S-2360 A——+TFS54— Enterobacter sakazakii

S-0367 A——+TFS54<— Escherichia coli (dnaJi&{EF)

S-0454 A—2—+- TS5 — Staphylococcus aureus (dnaJiB{EF)

S-0989-2 A—2—+-TFS54<— Staphylococcus hyicus (dnaJi&{EF)

S-1077 A—2—+ TS5 — Staphylococcus epidermidis (dnaJiB{5F)

S-1078 A—2—TFS5A<— Stapylococcus aureus MRSA (mecAEIEF)

S-0019 A—2—+TFS54<— Aeromonas sobria (dnaJi&{5F)

S-0142 A—2—+TFS54<— Nocardia asteroides (dnaJi&{EF)

S-0139 A——+TFS54<T— Salmonella enterica (InvAIB{EF)

S-0137 A—2—+TFS54<— Yersinia pestis—pseudotuberculosis (dnaJi&{&F)
S-2378 A—2—+TFS54<T— Serratia marcescens (dnaJiE{5F)

S-0138 A—2—-TF54<T— Shigella—Escherichia coli (dnaJi&{5F)

S-0017 A—2—+ TS5 — Aeromonas hydrophila (dnaJi&{5F)

S-2030 A—2—-TF54<7— Bacillus anthracis (cyaiZ{nF)

S-2037 A—L—+TFS54<— Bacillus anthracis (leF&E{EF)

S-2039 A—2—-TF54<— Bacillus anthracis (pagAiE{EF)

S-0094 A—S—+TFS54<— Bacillus cereus (cesBiE{EF)

S-0140 A——-TF54<— Clostridium botulinum BEF nonproteolytic (dnaJi&{5F)
S-0141 A—2—-TFS5A<— Yersinia pestis (caf 1 BIEF)

S$-0332 A—L—+TFS54<— Prevotella intermedia

S-M002 A——-TF5A<— Streptococcus mutans

$-0253 A—S—+-F 54— Clostridium histolyticum

S-PGO1 A—2—-TF54<— Porphyromonas gingivalis

S-0230 A——-F54<— Treponema denticola

S-TFO1 A——-TF54<— Tannerella forsythia

MORAR &Y —X (RRMERHEAT 51—t vh)

76311 MORA-Primer Diarrheal Pathogens (247 XL) FFExT: AT\ 1A ¥%R &4t
76313 MORA-Primer Food Pathogens (247 RF) HFET: 3h5/ (4% K&t
76511 MORA-DNA Diarrheal pathogens (10E5)) FFET: 9NT/N\AA KA K4
76512 MORA-DNA Food pathogens (10[E1%}) FEFETT: ANT/N\AF A4t

2./2




